EPIGENETIC IMPACT IN CSF CELLS FROM 48 WEEKS

OF ADJUNCTIVE TELMISARTAN IN ACUTE HIV
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BACKGROUND

* Telmisartan, an angiotensin |l receptor antagonist, is known
to reduce inflammation.

* In a randomized ftrial, we examined whether 48 weeks of
sustained adjunctive telmisartan initiated with antiretroviral
therapy (ART) in acute HIV infection (AHI) would modify

HIV's impact on the central nervous system (CNS).

RE
* While we observed no significant changes in soluble makers SULTS

of CNS inflammation or injury markers due to telmisartan, we
did not evaluate its effects on cells within the CNS.
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Telmisartan initiated during AHI alters epigenetic states of genes related to
iInflammation, immune response, and cellular proliferation in CSF cells.
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« Telmisartan’s effects upon long-term epigenetic reprogramming of CNS cells and CNS outcomes warrants further investigation.
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